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aaatttcaat taaaaagtta ttaaattttt cagttagaag acgctgcaaa cgtggatctt 2640 

acatcagtcg atatctctcg tcgtgatttt caactttgga tgcgtcgttt accactgaaa 2700 

ctgtcctctg tgacacgacg agagttcata aatgaagagt atttggattg tgattcatgt 2760 

gatgatttga ctgatgataa ggtgaaacat ctacattctt gtgatattta tgaaattttc 2820 

gatgaaaaaa cttcagctag ttttacagat tcaaagtgtt tgatttgcta ggcgaatttt 2880 

ggcaaaagta tacttattga tgtaaacatt ttccctatca attttgtgtc ttagccaacg 2940 

aatttccaaa ttttatttca aaagtaaaat tccatgtcaa attttacatt tttagtttaa 3000 

aaattatgtt tcttccaagc ccacattttt cattgaaact ggtatagttg tatttgattc 3060 

gccccgaata aataattttc tgtttccatg ttttatacac acaaaaactc aaaattttca 3120 

gaacgacgag gcggcattcc aggaaaaaat ggcaattcga gagtatttgg agaataaaca 3180 

gacggaagat ttcgcgaaaa ttgctgctga gcggggaatt tttaaaattg ggtaatggac 324 0 

tttggatgga attttgaaca aaaaaatcta gtttctggcg ttttcagtga aataaaatca 3300 

tatcaaactg caagaccgat aatagaggat gatgacgtgg atgttgaaag tgaagaggaa 33 60 

gattatggaa ctgaatttga aatgttggaa gttgtggtga gaatgttgag aaaaaacact 3420 

tcaaaaatat caattttgtt tttaaaaatc aacgccacga ttcgatgaat cgaaattcaa 34 80 

aaattctccg aaaaagcgga aaactctgct tttgaaatca gaaatttgca atgttttccg 3540 

ggataatcga aaatttcttt caaaaaaaaa ttaatgtagg tataaatttc agattcatcg 3600 

tggtgtggat tttaaaaatc cgcgagagaa aaaaattctg aataactaag cttttcgatt 3660 

ttcgtataat acaaaaccga acttttattt tgttttcaaa ttttaataaa attcgagcaa 3720 

aaaaccaaat cgatttggag ttttaataat taattttttc gttcaggaaa gaatgcctcc 3780 

agttagttct acgttacaca ctgaagtcga tttagatgct gtatgggaac gagatggtgg 384 0 

aagtgattct gaaagaggta cgtcgaggga attgcaatat ggaaattgca ttagaaaaag 3 900 

cttgaaattc tgtttgatta aaatgtcaat tcaattgctc ccaaagttta aattattgaa 3960 

tagcacttaa aaaacataat tgtgaaaatt cagaaaacct ctcaaatgct ccaagtctcc 4 02 0 

acgagtttcc atcgtcatcc acatcatcac cacatgccac gtcagaacat gtgacgtcat 4 08 0 

catcaccact tcatatcgac gatgacgtgg accgcgtgtt gaatgcgccg cccaaaaatt 414 0 

cgttggcatc gtcttcaaat cgatctagtt tctag 4175 



<210> 2 
<211> 582 
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<212> PRT 

<213> C. elegans 



<400> 2 

Met Ser Ala Asp Glu Pro Ser Pro Glu Asp Glu Lys Tyr Leu Glu Ser 
15 10 15 



Leu Arg Asp Leu Leu Lys lie Ser Gin Glu Phe Asp Ala Ser Asn Ala 

20 25 30 



Lys Gin Asn Asp Glu Pro Glu Lys Thr Ala Val Glu Val Glu Ser Ala 
35 40 45 



Glu Thr Arg Thr Asp Glu Ser Glu Lys Ser lie Asp lie Pro Arg Glu 
50 55 60 



Gin Gin Leu Leu Pro Ser Glu Arg Val Glu Pro Leu Lys Ser Met Val 
65 70 75 80 



Glu Pro Glu Tyr Val Lys Lys Val lie Arg Gin Met Asp Thr Met Thr 

85 90 95 



Ala Glu Gin Leu Lys Gin Ala Leu Met Lys lie Lys Val Ser Thr Gly 

100 105 110 



Gly Asn Lys Lys Thr Leu Arg Lys Arg Val Ala Gin Tyr Tyr Arg Lys 
115 120 125 



Glu Asn Ala Leu Leu Asn Arg Lys Met Glu Pro Asn Ala Asp Lys Thr 
130 135 140 



Ala Arg Phe Phe Asp Tyr Leu lie Ala lie Asp Phe Glu Cys Thr Cys 
145 150 155 160 



Val Glu lie lie Tyr Asp Tyr Pro His Glu lie lie Glu Leu Pro Ala 

165 170 175 



Val Leu lie Asp Val Arg Glu Met Lys lie lie Ser Glu Phe Arg Thr 

180 185 190 



Tyr Val Arg Pro Val Arg Asn Pro Lys Leu Ser Glu Phe Cys Met Gin 
195 200 205 
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Phe Thr Lys lie Ala Gin Glu Thr Val Asp Ala Ala Pro Tyr Phe Arg 
210 215 220 



Glu Ala Leu Gin Arg Leu Tyr Thr Trp Met Arg Lys Phe Asn Leu Gly 
225 230 235 240 



Gin Lys Asn Ser Arg Phe Ala Phe Val Thr Asp Gly Pro His Asp Met 

245 250 255 



Trp Lys Phe Met Gin Phe Gin Cys Leu Leu Ser Asn lie Arg Met Pro 

260 265 270 



His Met Phe Arg Ser Phe lie Asn lie Lys Lys Thr Phe Lys Glu Lys 
275 280 285 



Phe Asn Gly Leu lie Lys Gly Asn Gly Lys Ser Gly lie Glu Asn Met 
290 295 300 



Leu Glu Arg Leu Asp Leu Ser Phe Val Gly Asn Lys His Ser Gly Leu 
305 310 315 320 



Asp Asp Ala Thr Asn lie Ala Ala lie Ala lie Gin Met Met Lys Leu 

325 330 335 



Lys lie Glu Leu Arg lie Asn Gin Lys Cys Ser Tyr Lys Glu Asn Gin 

340 345 350 



Arg Ser Ala Ala Arg Lys Asp Glu Glu Arg Glu Leu Glu Asp Ala Ala 
355 360 365 



Asn Val Asp Leu Thr Ser Val Asp lie Ser Arg Arg Asp Phe Gin Leu 
370 375 380 



Tip Met Arg Arg Leu Pro Leu Lys Leu Ser Ser Val Thr Arg Arg Glu 
385 390 395 400 



Phe lie Asn Glu Glu Tyr Leu Asp Cys Asp Ser Cys Asp Asp Leu Thr 

405 410 415 



Asp Asp Lys Asn Asp Glu Ala Ala Phe Gin Glu Lys Met Ala lie Arg 

420 425 430 



Glu Tyr Leu Glu Asn Lys Gin Thr Glu Asp Phe Ala Lys lie Ala Ala 
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435 



440 



445 



Glu Arg Gly lie Phe Lys lie Gly Glu lie Lys Ser Tyr Gin Thr Ala 
450 455 460 



Arg Pro lie lie Glu Asp Asp Asp Val Asp Val Glu Ser Glu Glu Glu 

465 470 475 480 



Asp Tyr Gly Thr Glu Phe Glu Met Leu Glu Val Val Glu Arg Met Pro 

485 490 495 



Pro Val Ser Ser Thr Leu His Thr Glu Val Asp Leu Asp Ala Val Trp 

500 505 510 



Glu Arg Asp Gly Gly Ser Asp Ser Glu Arg Glu Asn Leu Ser Asn Ala 
515 520 525 



Pro Ser Leu His Glu Phe Pro Ser Ser Ser Thr Ser Ser Pro His Ala 
530 535 540 



Thr Ser Glu His Val Thr Ser Ser Ser Pro Leu His lie Asp Asp Asp 
545 550 555 560 



Val Asp Arg Val Leu Asn Ala Pro Pro Lys Asn Ser Leu Ala Ser Ser 

565 570 575 



Ser Asn Arg Ser Ser Phe 

580 



<210> 3 

<211> 448 

<212> PRT 

<213> C. elegans 

<400> 3 

Met Ser Ala Asp Glu Pro Ser Pro Glu Asp Glu Lys Tyr Leu Glu Ser 
15 10 15 



Leu Arg Asp Leu Leu Lys lie Ser Gin Glu Phe Asp Ala Ser Asn Ala 

20 25 30 



Lys Gin Asn Asp Glu Pro Glu Lys Thr Ala Val Glu Val Glu Ser Ala 
35 40 45 
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Glu Thr Arg Thr Asp Glu Ser Glu Lys Ser lie Asp lie Pro Arg Glu 
50 55 60 



Gin Gin Leu Leu Pro Ser Glu Arg Val Glu Pro Leu Lys Ser Met Val 
65 70 75 80 



Glu Pro Glu Tyr Val Lys Lys Val lie Arg Gin Met Asp Thr Met Thr 

85 90 95 



Ala Glu Gin Leu Lys Gin Ala Leu Met Lys lie Lys Val Ser Thr Gly 

100 105 110 



Gly Asn Lys Lys Thr Leu Arg Lys Arg Val Ala Gin Tyr Tyr Arg Lys 
115 120 125 



Glu Asn Ala Leu Leu Asn Arg Lys Met Glu Pro Asn Ala Asp Lys Thr 
130 135 140 



Ala Arg Phe Phe Asp Tyr Leu He Ala He Asp Phe Glu Cys Thr Cys 
145 150 155 160 



Val Glu He He Tyr Asp Tyr Pro His Glu He He Glu Leu Pro Ala 

165 170 175 



Val Leu He Asp Val Arg Glu Met Lys He He Ser Glu Phe Arg Thr 

180 185 190 



Tyr Val Arg Pro Val Arg Asn Pro Lys Leu Ser Glu Phe Cys Met Gin 
195 200 205 



Phe Thr Lys He Ala Gin Glu Thr Val Asp Ala Ala Pro Tyr Phe Arg 
210 215 220 



Glu Ala Leu Gin Arg Leu Tyr Thr Trp Met Arg Lys Phe Asn Leu Gly 
225 230 235 240 



Gin Lys Asn Ser Arg Phe Ala Phe Val Thr Asp Gly Pro His Asp Met 

245 250 255 



Trp Lys Phe Met Gin Phe Gin Cys Leu Leu Ser Asn He Arg Met Pro 

260 265 270 
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His Met Phe Arg Ser Phe lie Asn lie Lys Lys Thr Phe Lys Glu Lys 
275 280 285 



Phe Asn Gly Leu lie Lys Gly Asn Gly Lys Ser Gly lie Glu Asn Met 
290 295 300 



Leu Glu Arg Leu Asp Leu Ser Phe Val Gly Asn Lys His Ser Gly Leu 
305 310 315 320 



Asp Asp Ala Thr Asn lie Ala Ala lie Ala lie Gin Met Met Lys Leu 

325 330 335 



Lys lie Glu Leu Arg lie Asn Gin Lys Cys Ser Tyr Lys Glu Asn Gin 

340 345 350 



Arg Ser Ala Ala Arg Lys Asp Glu Glu Arg Glu Leu Glu Asp Ala Ala 
355 360 365 



Asn Val Asp Leu Thr Ser Val Asp lie Ser Arg Arg Asp Phe Gin Leu 
370 375 380 



Trp Met Arg Arg Leu Pro Leu Lys Leu Ser Ser Val Thr Arg Arg Glu 
385 390 395 400 



Phe lie Asn Glu Glu Tyr Leu Asp Cys Asp Ser Cys Asp Asp Leu Thr 

405 410 415 



Asp Asp Lys Val Lys His Leu His Ser Cys Asp lie Tyr Glu lie Phe 

420 425 430 



Asp Glu Lys Thr Ser Ala Ser Phe Thr Asp Ser Lys Cys Leu lie Cys 
435 440 445 



<210> 4 

<211> 2195 

<212> DNA 

<213> Homo sapiens 

<400> 4 

ccgccgccgc gggaacgcga gcccggtaat ttttcaacgg agaaaggcga ggctttcggg 60 

ctctgcagag tgagagttag caagtgtccg gctccagcaa ctctcctctg gcgtgacagc 120 

cggcatggag gatccacaga gtaaagagcc tgccggcgag gccgtggctc tcgcgctgct 18 0 

ggagtcgccg cggccggagg gcggggagga gccgccgcgt cccagtcccg aggaaactca 24 0 
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<210> 5 

<211> 349 

<212> PRT 

<213> Homo sapiens 

<400> 5 

Met Glu Asp Pro Gin Ser Lys Glu Pro Ala Gly Glu Ala Val Ala Leu 
15 10 15 



Ala Leu Leu Glu Ser Pro Arg Pro Glu Gly Gly Glu Glu Pro Pro Arg 

20 25 30 



Pro Ser Pro Glu Glu Thr Gin Gin Cys Lys Phe Asp Gly Gin Glu Thr 
35 40 45 



Lys Gly Ser Lys Phe lie Thr Ser Ser Ala Ser Asp Phe Ser Asp Pro 
50 55 60 



Val Tyr Lys Glu lie Ala lie Thr Asn Gly Cys lie Asn Arg Met Ser 
65 70 75 80 



Lys Glu Glu Leu Arg Ala Lys Leu Ser Glu Phe Lys Leu Glu Thr Arg 

85 90 95 



Gly Val Lys Asp Val Leu Lys Lys Arg Leu Lys Asn Tyr Tyr Lys Lys 

100 105 110 



Gin Lys Leu Met Leu Lys Glu Ser Asn Phe Ala Asp Ser Tyr Tyr Asp 
115 120 125 



Tyr lie Cys lie lie Asp Phe Glu Ala Thr Cys Glu Glu Gly Asn Pro 
130 135 140 



Pro Glu Phe Val His Glu He He Glu Phe Pro Val Val Leu Leu Asn 
145 150 155 160 
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Thr His Thr Leu Glu lie Glu Asp Thr Phe Gin Gin Tyr Val Arg Pro 

165 170 175 



Glu lie Asn Thr Gin Leu Ser Asp Phe Cys lie Ser Leu Thr Gly lie 

180 185 190 



Thr Gin Asp Gin Val Asp Arg Ala Asp Thr Phe Pro Gin Val Leu Lys 
195 200 205 



Lys Val lie Asp Trp Met Lys Leu Lys Glu Leu Gly Thr Lys Tyr Lys 
210 215 220 



Tyr Ser Leu Leu Thr Asp Gly Ser Trp Asp Met Ser Lys Phe Leu Asn 
225 230 235 240 



lie Gin Cys Gin Leu Ser Arg Leu Lys Tyr Pro Pro Phe Ala Lys Lys 

245 250 255 



Trp lie Asn lie Arg Lys Ser Tyr Gly Asn Phe Tyr Lys Val Pro Arg 

260 265 270 



Ser Gin Thr Lys Leu Thr lie Met Leu Glu Lys Leu Gly Met Asp Tyr 
275 280 285 



Asp Gly Arg Pro His Cys Gly Leu Asp Asp Ser Lys Asn lie Ala Arg 
290 295 300 



lie Ala Val Arg Met Leu Gin Asp Gly Cys Glu Leu Arg lie Asn Glu 
305 310 315 320 



Lys Met His Ala Gly Gin Leu Met Ser Val Ser Ser Ser Leu Pro lie 

325 330 335 



Glu Gly Thr Pro Pro Pro Gin Met Pro His Phe Arg Lys 

340 345 



<210> 6 

<211> 32 

<212> DNA 

<213> C. elegans 

<400> 6 

ttcgataaag tgcctgtttt tttttcgata aa 
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<210> 7 

<211> 190 

<212> PRT 

<213> C . elegans 

<400> 7 

Tyr Leu lie Ala lie Asp Phe Glu Cys Thr Cys Val Glu lie lie Tyr 
1 5 10 15 



Asp Tyr Pro His Glu lie lie Glu Leu Pro Ala Val Leu lie Asp Val 

20 25 30 



Arg Glu Met Lys lie lie Ser Glu Phe Arg Thr Tyr Val Arg Pro Val 
35 40 45 



Arg Asn Pro Lys Leu Ser Glu Phe Cys Met Gin Phe Thr Lys lie Ala 
50 55 60 



Gin Glu Thr Val Asp Ala Ala Pro Tyr Phe Arg Glu Ala Leu Gin Arg 
65 70 75 80 



Leu Tyr Thr Trp Met Arg Lys Phe Asn Leu Gly Gin Lys Asn Ser Arg 

85 90 95 



Phe Ala Phe Val Thr Asp Gly Pro His Asp Met Trp Lys Phe Met Gin 

100 105 110 



Phe Gin Cys Leu Leu Ser Asn lie Arg Met Pro His Met Phe Arg Ser 
115 120 125 



Phe lie Asn lie Lys Lys Thr Phe Lys Glu Lys Phe Asn Gly Leu lie 
130 135 140 



Lys Gly Asn Gly Lys Ser Gly lie Glu Asn Met Leu Glu Arg Leu Asp 
145 150 155 160 



Leu Ser Phe Val Gly Asn Lys His Ser Gly Leu Asp Asp Ala Thr Asn 

165 170 175 



lie Ala Ala lie Ala lie Gin Met Met Lys Leu Lys lie Glu 

180 185 190 



<210> 8 
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<211> 187 
<212> PRT 
<213> Homo sapiens 

<400> 8 

Tyr lie Cys lie lie Asp Phe Glu Ala Thr Cys Glu Glu Gly Asn Pro 
15 10 15 



Pro Glu Phe Val His Glu lie lie Glu Phe Pro Val Val Leu Leu Asn 

20 25 30 



Thr His Thr Leu Glu lie Glu Asp Thr Phe Gin Gin Tyr Val Arg Pro 
35 40 45 



Glu lie Asn Thr Gin Leu Ser Asp Phe Cys lie Ser Leu Thr Gly lie 
50 55 60 



Thr Gin Asp Gin Val Asp Arg Ala Asp Thr Phe Pro Gin Val Leu Lys 
65 70 75 80 



Lys Val lie Asp Trp Met Lys Leu Lys Glu Leu Gly Thr Lys Tyr Lys 

85 90 95 



Tyr Ser Leu Leu Thr Asp Gly Ser Trp Asp Met Ser Lys Phe Leu Asn 

100 105 110 



lie Gin Cys Gin Leu Ser Arg Leu Lys Tyr Pro Pro Phe Ala Lys Lys 
115 120 125 



Trp lie Asn lie Arg Lys Ser Tyr Gly Asn Phe Tyr Lys Val Pro Arg 
130 135 140 



Ser Gin Thr Lys Leu Thr lie Met Leu Glu Lys Leu Gly Met Asp Tyr 
145 150 155 160 



Asp Gly Arg Pro His Cys Gly Leu Asp Asp Ser Lys Asn lie Ala Arg 

165 170 175 



lie Ala Val Arg Met Leu Gin Asp Gly Cys Glu 

180 185 



<210> 9 
<211> 183 
<212> PRT 
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<213> Zea mays 



<400> 9 

Tyr Phe Val Val lie Asp Phe Glu Ala Thr Cys Asp Lys Val Asn Asn 
15 10 15 



Pro Phe Pro Gin Glu lie lie Glu Phe Pro Ser Val Leu Val Asn Ser 

20 25 30 



Ala Thr Gly Lys Leu Glu Glu Cys Phe Gin Thr Tyr Val Arg Pro Thr 
35 40 45 



Tyr His Gin Phe Leu Thr Asp Phe Cys Lys Glu Leu Thr Gly lie Gin 
50 55 60 



Gin lie Gin Val Asp Arg Gly Val Pro Leu Gly Glu Ala Leu Leu Met 
65 70 75 80 



His Asp Lys Trp Leu Glu Asp Lys Gly lie Lys Asn Thr Asn Phe Ala 

85 90 95 



lie Val Thr Trp Ser Asn Trp Asp Cys Arg lie Met Leu Glu Ser Glu 

100 105 110 



Cys Arg Phe Lys Arg lie Arg Lys Pro Pro Tyr Phe Asn Arg Trp lie 
115 120 125 



Asn Leu Arg Val Pro Phe Gin Glu Val Tyr Gly Asp Val Arg Cys Asn 
130 135 140 



Leu Lys Glu Ala Val Gin Leu Ala Gly Leu Thr Trp Glu Gly Arg Ala 
145 150 155 160 



His Cys Gly Leu Asp Asp Ala Arg Asn Thr Ala Arg Leu Leu Ala Leu 

165 170 175 



Leu Met His Arg Gly Phe Lys 

180 



<210> 10 

<211> 187 

<212> PRT 

<213> Oryza sativa 
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<400> 10 



His Phe Val Val Val Asp Phe Glu Ala Thr Cys Glu Arg Gly Arg Arg 
15 10 15 



lie Tyr Pro Gin Glu lie lie Glu Phe Pro Ala Val Leu Val Asp Ala 

20 25 30 



Ala Thr Gly Arg Leu Val Ser Ala Phe Arg Ala Tyr Val Arg Pro Arg 
35 40 45 



His His Pro Arg Leu Thr Asp Phe Cys Arg Glu Leu Thr Gly lie Ala 
50 55 60 



Gin Gly Asp Val Asp Ala Gly Val Gly Leu Ala Glu Ala Leu Leu Arg 
65 70 75 80 



His Asp Glu Trp Leu Arg Ala Ala Gly Val Val Glu Gly Gly Gly Arg 

85 90 95 



Phe Ala Val Val Thr Trp Gly Asp Ala Asp Cys Arg Thr Met Leu Glu 

100 105 110 



Gin Glu Cys Arg Phe Lys Gly lie Ala Lys Pro Ala Tyr Phe Asp Arg 
115 120 125 



Trp Val Asp Leu Arg Val His Phe Glu Ala Ala Phe Gly Gly Gly Gly 
130 135 140 



Gin Arg Val Lys Leu Gin Glu Ala Val Arg Ala Ala Gly Leu Glu Trp 
145 150 155 160 



Val Gly Arg Leu His Cys Gly Leu Asp Asp Ala Cys Asn Thr Ala Arg 

165 170 175 



Leu Leu Val Glu Leu Leu Arg Arg Gly Val Pro 

180 185 



<210> 11 

<211> 184 

<212> PRT 

<213> Arabidopsis thaliana 

<400> 11 
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Phe Leu Val lie Asp Leu Glu Gly Lys Val Glu lie Leu Glu Phe Pro 
15 10 15 



lie Leu lie Val Asp Ala Lys Thr Met Glu Val Val Asp Leu Phe His 

20 25 30 



Arg Phe Val Arg Pro Thr Lys Met Ser Glu Gin Ala lie Asn Lys Tyr 
35 40 45 



lie Glu Gly Lys Tyr Gly Glu Leu Gly Val Asp Arg Val Trp His Asp 
50 55 60 



Thr Ala lie Pro Phe Lys Gin Val Val Glu Glu Phe Glu Val Trp Leu 
65 70 75 80 



Ala Glu His Asp Leu Trp Asp Lys Asp Thr Asp Trp Gly Leu Asn Asp 

85 90 95 



Ala Ala Phe Val Thr Cys Gly Asn Trp Asp lie Lys Thr Lys lie Pro 

100 105 110 



Glu Gin Cys Val Val Ser Asn lie Asn Leu Pro Pro Tyr Phe Met Glu 
115 120 125 



Trp lie Asn Leu Lys Asp Val Tyr Leu Asn Phe Tyr Gly Arg Glu Ala 
130 135 140 



Arg Gly Met Val Ser Met Met Arg Gin Cys Gly lie Lys Leu Met Gly 
145 150 155 160 



Ser His His Leu Gly lie Asp Asp Thr Lys Asn lie Thr Arg Val Val 

165 170 175 



Gin Arg Met Leu Ser Glu Gly Ala 

180 



<210> 12 

<211> 13 

<212> PRT 

<213> C. elegans 

<400> 12 

Tyr Leu He Ala He Asp Phe Glu Cys Thr Cys Val Glu 
15 10 
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<210> 13 

<211> 13 

<212> PRT 

<213> C. elegans 

<400> 13 

Phe Val Thr Asp Gly Pro His Asp Met Trp Lys Phe Met 
15 10 



<210> 14 

<211> 12 

<212> PRT 

<213> C. elegans 

<400> 14 

Gly Asn Lys His Ser Gly Leu Asp Asp Ala Thr Asn 



<210> 15 

<211> 13 

<212> PRT 

<213> C. briggsae 

<400> 15 

Asn Phe Gin Ala lie Asp Phe Glu Cys Thr Cys Val Glu 
15 10 



<210> 16 

<211> 13 

<212> PRT 

<213> C. briggsae 

<400> 16 

Phe Val Thr Asp Gly Pro His Asp Met Trp Lys Phe Met 
15 10 



<210> 17 

<211> 12 

<212> PRT 

<213> C. briggsae 

<400> 17 

Gly Asn Lys His Ser Gly Leu Asp Asp Ala Arg Asn 
15 10 
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<210> 18 

<211> 13 

<212> PRT 

<213> Homo sapiens 

<400> 18 

Tyr lie Cys lie lie Asp Phe Glu Ala Thr Cys Glu Glu 
15 10 



<210> 19 

<211> 13 

<212> PRT 

<213> Homo sapiens 

<400> 19 

Leu Leu Thr Asp Gly Ser Trp Asp Met Ser Lys Phe Leu 
15 10 



<210> 20 

<211> 12 

<212> PRT 

<213> Homo sapiens 

<400> 20 

Gly Arg Pro His Cys Gly Leu Asp Asp Ser Lys Asn 
15 10 



<210> 21 

<211> 13 

<212> PRT 

<213> Mus musculus 

<400> 21 

Tyr He Cys He He Asp Phe Glu Ala Thr Cys Glu Glu 
15 10 



<210> 22 

<211> 13 

<212> PRT 

<213> Mus musculus 

<400> 22 

He Leu Thr Asp Gly Ser Trp Asp Met Ser Lys Phe Leu 
15 10 



<210> 23 
<211> 12 
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<212> PRT 

<213> Mus musculus 

<400> 23 

Gly Arg Pro His Ser Gly Leu Asp Asp Ser Lys Asn 
15 10 



<210> 24 

<211> 13 

<212> PRT 

<213> X. laevis 

<400> 24 

Tyr lie Cys Val lie Asp Phe Glu Ala Thr Cys Glu Ala 
15 10 



<210> 25 

<211> 13 

<212> PRT 

<213> X. laevis 

<400> 25 

lie Leu Thr Asp Gly Ser Trp Asp Met Ser Lys Phe Leu 
15 10 



<210> 26 

<211> 12 

<212> PRT 

<213> X. laevis 

<400> 26 

Gly Arg Leu His Ser Gly Leu Asp Asp Ser Lys Asn 
15 10 



<210> 27 

<211> 13 

<212> PRT 

<213> Danio rerio 

<400> 27 

Tyr lie Cys Val Val Asp Phe Glu Ala Thr Cys Glu Glu 
15 10 



<210> 28 

<211> 13 

<212> PRT 

<213> Danio rerio 
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<400> 28 



Phe Leu Thr Asp Gly Ser Trp Asp Met Gly Lys Phe Leu 
15 10 



<210> 29 

<211> 12 

<212> PRT 

<213> Danio rerio 

<400> 29 

Gly Arg Pro His Cys Gly Leu Asp Asp Ser Arg Asn 
15 10 



<210> 30 

<211> 13 

<212> PRT 

<213> S. pombe 

<400> 30 

Tyr Leu Leu lie Val Asp Val Glu Ala Thr Cys Glu Glu 
15 10 



<210> 31 

<211> 13 

<212> PRT 

<213> S. pombe 

<400> 31 

Trp Ala Cys Asp Gly Pro Trp Asp Met Ala Ser Phe Leu 
15 10 



<210> 32 

<211> 12 

<212> PRT 

<213> S. pombe 

<400> 32 

Gly Ser Glu His Arg Gly lie Asp Asp Ala Arg Asn 
15 10 



<210> 33 

<211> 13 

<212> PRT 

<213> Homo sapiens 

<400> 33 
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Lys Cys Val Ala lie Asp Cys Glu Met Val Gly Thr Gly 
15 10 



<210> 34 

<211> 13 

<212> PRT 

<213> Homo sapiens 

<400> 34 

Val Val Gly His Ala Leu His Asn Asp Phe Gin Ala Leu 
15 10 



<210> 35 

<211> 11 

<212> PRT 

<213> Homo sapiens 

<400> 35 



Gin His Gly His Ser Ser Val Glu Asp Ala Thr 
15 10 



